The Utility of Multiplex Assays for Identification of Proteomic Signatures in Psychiatry.
As substantial efforts are being made to identify biological markers of psychiatric illnesses, it is becoming clear that clinically useful accuracy will require larger sets of readouts that potentially span different technological platforms. For discovery of proteomic biomarkers, simultaneous measurement of analytes in small sample quantities has developed into a widely used technology of similar quality as the respective single-plex assays. Multiplex assay systems therefore hold promise for biomarker discovery and development in many complex disease areas including psychiatry. However, analysis of the derived data is subject to substantial challenges that may impede the possibility of obtaining meaningful findings. This chapter discusses potential applications of multiplexed assay technologies during biomarker development and highlights potential challenges for machine learning analysis of derived data.